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 This mashup takes a protein sequence as input and performs predictions about the features of the protein. Features predicted are: presence of a signal peptide (SignalP block), phosphorylation sites (Phosphorylation Prediction block), O-Glycosylation sites (OGlycosylation block) and transmembrane helices (Transmembrane Prediction). Each processing block is used twice as the prediction is performed with two operations (‘runService’ performs the prediction, ‘fetchResults’ retrieves the results). The blocks are formatted this way as when both prediction and retrieval of results was performed in the same operation, there were problems with combining the results that were obtained. The results are combined using the Combine block and displayed by the Output Protein Information block. 
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