	Position in gene
	Genomic positiion relative to base of exon 1
	A/J
	Balb/cJ
	C57BL/6J
	C3H/HeJ
	129P3/J
	correlates with phenotype?
	dbSNP identifier
	Primer

No.

	 Daxx_Upst
	-870
	G
	A
	A
	
	A
	FALSE
	
	6

	 Daxx_Upst
	-791
	A
	G
	A
	
	A
	FALSE
	
	6

	 Daxx_Upst
	-754
	C
	T
	C
	
	C
	FALSE
	
	6

	 Daxx_Upst
	-739
	G
	A
	G
	
	G
	FALSE
	
	6

	 Daxx_Upst
	-729
	C
	C
	G
	
	G
	TRUE
	
	6

	 Daxx_Upst
	-694
	A
	G
	A
	
	A
	FALSE
	
	6

	 Daxx_Upst
	-682
	G
	C
	G
	
	G
	FALSE
	
	6

	 Daxx_Upst
	-543
	G
	G
	C
	
	C
	TRUE
	
	6

	intron1-2
	492
	G
	A
	G
	G
	
	FALSE
	rs33385837
	1

	intron1-2
	500
	C
	T
	T
	C
	
	FALSE
	
	1

	intron1-2
	602
	C
	T
	T
	C
	
	FALSE
	
	1

	intron2-3
	1209
	
	C
	A
	
	
	FALSE
	
	3

	intron2-3
	1534
	C
	G
	G
	C
	
	FALSE
	
	3

	exon3
	1998
	A
	G
	G
	A
	
	FALSE
	rs13460453
	4

	EXON3
	2054
	G
	A
	A
	G
	
	FALSE
	rs33679144
	4

	intron4-5
	2924
	G
	T
	T
	
	T
	FALSE
	
	2

	exon5 
	
	---
	---
	GAT
	
	GAT
	TRUE
	
	5


Table 1

	1
	DAXX_1274_1812
	CAGGAGGAATGGCGAGTG
	AGCTTAGTCCTTCCCAAGCC

	2
	DAXX_140754_456_1070
	CTTGTAGGATTGGGACTGGG
	TCTCCTCCTCTTCCTCCTCC

	3
	DAXX_2270_2720
	TGGGCAGGAGAGATGGTTC
	ATGGTTCAAGGGAAGGGAAA

	4
	DAXX_2644_3187
	TGTGTGATTGGCTGGTTGTT
	GCAAATACGAGGAGTCTGGG

	5
	DAXX_exon5
	TCCTCCTCCTACCAATCAAA
	AGCAGAACTAACACCACAAGG

	6
	Daxx_Upst_479_1104
	CAGGCTTCCTCATCAACACC
	TGTCTCTATGGCTGTGCAGG


Table 2

Single Nucleotide Polymorphism (SNP) in Daxx were discovered by Resequencing genomic DNA. Exons and the 5’ upstream region were PCR amplified from genomic DNA of 129P3/J, A/J, C57BL/6J, C3H/HeJ  and Balb/cJ purchased from Jackson Laboratories using primers shown in Table 2. Primers and nucleotides were removed from PCR products with ExoSap (Amersham) and the product was cycle sequenced using BigDyeV3.1 chemistry (Applied Biosystems) and separated on an ABI3100 sequencer. Bidirectional sequence data was assembled in Seqman and scanned by eye for polymorphisms. SNP in high quality sequence were submitted to db SNP. SNP identified are shown in Table 1 with the position relative to base 1 of exon 1 of the genomic sequence. Flanking DNA sequence tagging the SNP positions have been deposited in dbSNP (I could include them here but it would make the table very big they are 200bp either side)

