Biological Data Integration Using Ondex and Taverna: A Tutorial

25/26th November 2009

The University of Manchester

The Ondex SABR project (http://ondex.org/sabr.html) invite you to a two-day tutorial that aims to show participants how to use Ondex and Taverna to perform common biological data collection, integration and visualisation tasks. 
Ondex is a open source data integration platform that enables data from diverse biological data sets to be linked, integrated and visualised through graph analysis techniques.  It has the ability to bring together information from structured databases and unstructured sources, such as free text, whilst also offering a friendly user-interface to visualise and analyse integrated data.  

A prerequisite to data integration and analysis is the collection and pre-processing of relevant data sources. Taverna (a component of the myGrid Project; http://www.mygrid.org.uk ) is a workflow management system that allows users to develop and run workflows by combining distributed and local analysis tools and data resources.
A wide range of biological applications can be addressed by setting up problem specific data integration and analysis workflows. For example, microarray data analysis, annotation and curation of scientific databases; and extracting networks from scientific literature.  

The course will be delivered in a blended-learning manner; both with lectures and “hands-on” workshops.  We will show you how to perform common tasks using Ondex,; which methods are best suited to perform them, and how to analyse the results.  In addition, we will show you how to build simple data collection and analysis workflows in Taverna; and demonstrate how the two technologies complement each other to perform a complete in silico experiment.  Alongside this, we will share with you a portfolio of successful projects that have used Ondex and Taverna.

Learning Outcomes

At the end of the course, participants will be able to:

· Understand the difficulties associated with data collection, integration and visualisation

· Understand how Ondex and Taverna can aid in their work

· Identify methods to perform data integration and visualisation in Ondex

· Use Ondex to perform data integration and visualisation tasks

· Be able to visualise, analyse and interpret network graphs

· Build data collection and analysis workflows in Taverna.

Audience

This tutorial is aimed at bioinformaticians and system biologists who have a need to perform data integration across multiple resources.

Location

Jean McFarlane Building, The University of Manchester (building 37 on campus map)

Cost

The training is free of charge, but participants will need to cover the cost of accommodation and travel.

Registration

Total Number of Places: 20

Should you wish to register for, please visit here.  Please note, places are reserved on a first-come, first-served basis.

