Agenda

Day 1 – Introductions and basics

10:00-10:15 Intro to the workshop – Heiko and Martin

10:15-11:00 Introduction to e-Science and e-Science Infrastructures
11:00-11:30 coffee

11:30-12:00 Introduction to Taverna

12:00-13:00 Installing Taverna


Finding and using services



Building a simple workflow

14:00-15:30 Practical introduction to Taverna


Building Simple workflows


Reusing workflows


Workflow invocation patterns – iteration, looping, retries etc

15:30   Wrap up of issues and summary of the day
Day 2 – Workflows in Depth
10:00 – 11:00 A Case Study of Taverna in Use: Paul Fisher
11:00-11:30 coffee

11:30-13:00 Taverna advanced exercises
Asynchronous services

BioMart

13:00-14:00 Lunch

14:00-16:00 Taverna advanced exercises

SoapLab

Using R in Taverna

BioMoby

REST Services

Spreadsheet data import tool 
Shims and helper services

16:00 Wrap up of issues and summary of the day

Day 3 – Web Services and Workflows in Practice
10-10:30 Web Services Introduction
10:30-13:00 Building your own web services 
12:30-13:00 Running workflows on a server – (practical demonstration)

13:00-14:00 Lunch

14:00-15:30 Collaborative workflow building

The Analysis of genes implicated in diabetes
15:30 Sharing and saving workflows and data in myExperiment

16:00 Wrap up of issues and summary of the day and the Taverna quiz

Day 4 – Focus on Data and E-Laboratories
10:00-10:45 An Introduction to e-Labs: SysMO-DB as a case study
10:45-11:15 Coffee

11:15-13:00 Data standards and tools – (practicals and demonstrations)
13:00-14:00 Lunch
14:00-16:00 Putting everything into practice: Assignments for Workflow Design

Open-ended problem for students involving microarray analysis and functional genomics
Day 5 
10:00-13:00 Continuation of workflow design practical
13:00-14:00 Lunch
14:00-15:00 Solutions, problems, final issues
